
 
 

 

 

       Area of Interest: Comparative genomics 

                                     Conservation genetics 

                                     Plant-Microbe Interaction 

     

Teaching, research, and industry experience  

       
  Working as an Assistant Professor (On contract) at Department of Industrial Microbiology, DDU Gorakhpur University 

(Since 2023) 

 

   Freelance scientific editor at The Academic Editors, Lucknow (Since 2020) 

     

   Guest faculty at the Department of Biotechnology, Babasaheb Bhimrao Ambedkar University (A Central University), 

Lucknow, 226025 (2019-2020) 

  

Postdoctoral RA at the Division of Plant-Microbe Interaction, CSIR-National Botanical Research Institute, Lucknow, 
India (2015-2018). 

 

 Studied the role of microbes in ameliorating CO2 stress in rice grown under FACE. 

 Development of microsatellite based species-specific markers for the identification of fungi. 

 

Postdoctoral RA at CSIR-Central Drug Research Institute, Lucknow, India (2013-2015) 

 Studied the roles of different signaling molecules in females affected by Polycystic ovarian syndrome (PCOS) and 

Premature ovarian failure (POF) along with embryo implantation paradox using techniques like western blotting, 

immune-histochemistry, immune-fluorescence etc.  

Postdoctoral RA at ICAR-National Bureau of Agriculturally Important Microorganisms, Mau, India (2010 -2013). 

 

 Engaged in the development of South Asia’s first microbial gene bank, the "Microbial Genomics Resource Repository," 

where we coordinated the assemblage, conservation, quality control, and validation of the microbial genomic resources 

to facilitate their optimal exploitation and utilization. 

 

Postdoctoral RA at ICAR- Indian Institute of Pulses Research, Kanpur, India (2007-2010). 

 

 Development of EST based polymorphic SSR markers from wild Cajanus species to identify hybrids between wild and 

cultivated species. 

 

  Education 

 
 Ph. D. (Biotechnology) 2007.  Directorate of Mushroom Research, Solan and Barkatullah University, Bhopal 

 Thesis title: Induction and molecular characterization of genetic variation in A. bisporus 

 

 Doctoral work was focused on creating genetic variability in Agaricus bisporus, which is supposed to be among the most 

difficult organisms to breed. The significant outcomes from the study are as follows, 

 A protocol for the rapid isolation of protoplasts from A. bisporus mycelium was standardized. 

 The activity of Laccase and Mn-dependent peroxidase enzymes was established as a marker for higher yield in A. 

bisporus. 

 

      M.Sc. (Biotechnology) 2002. V.B.S. Purvanchal University (DBT funded), Jaunpur, India 

      B.Sc. (Botany, Chemistry) 2000. St. Andrew's College, Gorakhpur, India 
      Qualified ARS-NET examination for Lectureship in Indian Universities 

      Date of Birth: February 25, 1981 
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